
Integration and analysis of multi-layer 
data for translational informatics 

massive data in a 
supercomputer 

ii) Elucidation of biomedical knowledges 

Elucidation of biomedical knowledges to 
understand carcinogenesis 

Effective algorithms 
Deep learning techniques 

Database of transcriptional 
start sites: DBTSS 

Integrated omics database: 
DBKERO 

Data cleaning and Database construction for multi-omics data 

NGS data 
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