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https://medical.use.c-cat/allelefreqsearch/?marker=LRP1B&changedivision=1&change=R4573*
https://medical.use.c-cat/allelefreqsearch/?marker=LRP1B&changedivision=1&change=R4573*&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=LRP1B&changedivision=1&change=R4573*&evfonly=1&cancertypecode=READ
https://www.ncbi.nlm.nih.gov/clinvar/variation/40093
https://medical.use.c-cat/allelefreqsearch/?marker=NF1&changedivision=1&change=R192*
https://medical.use.c-cat/allelefreqsearch/?marker=NF1&changedivision=1&change=R192*&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=NF1&changedivision=1&change=R192*&evfonly=1&cancertypecode=READ
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https://medical.use.c-cat/allelefreqsearch/?marker=PTPRS&changedivision=1&change=D1830H
https://medical.use.c-cat/allelefreqsearch/?marker=PTPRS&changedivision=1&change=D1830H&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=PTPRS&changedivision=1&change=D1830H&evfonly=1&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=SPTA1&changedivision=1&change=D1422V
https://medical.use.c-cat/allelefreqsearch/?marker=SPTA1&changedivision=1&change=D1422V&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=SPTA1&changedivision=1&change=D1422V&evfonly=1&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=TP53&changedivision=1&change=C229_H233del
https://medical.use.c-cat/allelefreqsearch/?marker=TP53&changedivision=1&change=C229_H233del&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=TP53&changedivision=1&change=C229_H233del&evfonly=1&cancertypecode=READ
https://www.ncbi.nlm.nih.gov/clinvar/variation/4682140
https://medical.use.c-cat/allelefreqsearch/?marker=TSC2&changedivision=1&change=1257+1G%3ET
https://medical.use.c-cat/allelefreqsearch/?marker=TSC2&changedivision=1&change=1257+1G%3ET&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=TSC2&changedivision=1&change=1257+1G%3ET&evfonly=1&cancertypecode=READ
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https://medical.use.c-cat/allelefreqsearch/?marker=RPSAP52-HMGA2&changedivision=8
https://medical.use.c-cat/allelefreqsearch/?marker=RPSAP52-HMGA2&changedivision=8&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=RPSAP52&changedivision=8&evfonly=1&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=HMGA2&changedivision=8&evfonly=1&cancertypecode=READ
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https://www.ncbi.nlm.nih.gov/clinvar/variation/65277
https://medical.use.c-cat/allelefreqsearch/?marker=TSC2&changedivision=4&change=2640-1G%3EA
https://medical.use.c-cat/allelefreqsearch/?marker=TSC2&changedivision=4&change=2640-1G%3EA&cancertypecode=READ
https://medical.use.c-cat/allelefreqsearch/?marker=TSC2&changedivision=4&change=2640-1G%3EA&evfonly=1&cancertypecode=READ
https://jrct.mhlw.go.jp/latest-detail/jRCT2031240016
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https://jrct.mhlw.go.jp/latest-detail/jRCT2031250532
https://jrct.mhlw.go.jp/latest-detail/jRCT2051250119
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https://ClinicalTrials.gov/study/NCT06544655
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