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3.00 30.73 2.84 0225+0.012 0216 +0.010 0.242 +0.038
0.75 32.80 282 04 0% 0.209 + 0.053  0.230 + 0.082
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0.05 37.70  ND® NDP 0 + (P%* 0.243 +0.214

*Wild-type signals could be detected, whereas mutant signals were not

detectable.

PNeither wild-type nor mutant signals were detectable.
*Significantly different from the values in obtained with 40 cycles and 37
cycles of amplification of samples with an equivalent amount of DNA at

P <20.05 (ANOVA and Tukey’s HSD procedure).
**Significantly different from the values obtained with 40 cycles in samples
with an equivalent amount of DNA at P << 0.05 (ANOVA and Tukey’s HSD
procedure).
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KRAS mutations detected by the amplification refractory mutation
system—Scorpion assays strongly correlate with therapeutic effect

of cetuximab
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